D0067 NP 




D0067 NP 



4* 



III 



Figure IB 

1201 GCGAGGACCGTGGGACACCAGGCTAGCCCCATCAAGATAGAGACCCTCTTTGAGCCAGAC 12 6 0 



1261 GAGGAGCGCCCCGAGCCACCGCGCACCGTGGTCATGCAAGGCGCGGCAGGGATAGGGAGA 132 0 
1 Ml 



132 1 TGAAC C AGAGTGC C ACGGAATGC AGC ATGC AAGAC C TC AT C T TC AG C TGC TGGC C TGAGC 13 80 

2 nqsatecsmqd|ifscwpep 21 

1381 CCAGCGCGCCTCTCCAGGAGCTCATCCGAGTTCCCGAGCGCCTCCTTTTCATC ATCGACG 1 4-4 0 

22 saplqelirvperlJfiidg 41 

1441 gcttcgatgagctcaagccttctttccacgatcctcagggaccctggtgcctctgctggg 1500 

42 FDELKPSFHDPQGPWCLCWE 61 

1501 aggagaaacggcccacggagctgcttcttaacagcttaattcggaagaagctgctccctg 1560 

62 ERRPTELifiNSllRKKLlPE 81 



1561 agctatctttgctcatcaccacacggcccacggctttggagaagctccaccgtctgctgg 162 0 
82 lslIittrptaleklhrlIe 101 



1621 AGC AC C CC AGGC ATGTGGAGATC C TGGGC TT C T C TGAGGC AGAAAGGAAGGAAT AC T TCT 1680 
102 HPRHVEILGFSEAERKEYFY 121 



1681 ACAAGTATTTCCACAATGCAGAGC AGGCGGGCC AAGTCTTCAATT ACGTGAGGGAC AACG 1740 
122 KYFHNAEQAGQVFNYVRDNE 141 



1741 AGCCTCTCTTCACCATGTGCTTCGTCCCCCTGGTGTGCTGGGTGGTGTGTACCTGCCTCC 1800 

O 142 P L FTMCFVPLVCWVVCTC L Q 161 

1801 AGC AGC AGCTGGAGGGTGGGGGGCTGTTGAGAC AGACGTC CAGGAC C ACCACTGC AGTGT 1860 

162 QQLEGGGLLRQTSRTTTAVY 181 



1861 ACATGCTCTACCTGCTGAGTCTGATGCAACCCAAGCCGGGGGCCCCGCGCCTCCAGCCCC 192 0 
182 MLYLLSLMQPKPGAPRLQPP 201 



1921 CACCCAACCAGAGAGGGTTGTGCTCCTTGGCGGCAGATGGGCTCTGGAATCAGAAAATCC 1980 

202 pnqrg|cslaadglwnqkil 221 

1981 TATTTGAGGAGCAGGACCTCCGGAAGCACGGCCTAGACGGGGAAGACGTCTCTGCCTTCC 2040 

222 feeqdlrkhg|dgedvsafl 241 



2 041 TC AAC ATGAAC AT CTTC C AGAAGGAC AT C AACTGTGAGAGGAGCTT C C TGGC ACTC ACCA 210 0 
242 NMNIFQKDINCERSFLALTS 261 
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Figure 1C 

2101 GCCGCTTCCTGTTTGGACTCCTGAACGAGGAGACCAGGAGCCACCTGGAGAAGAGTCTCT 216 0 

262 rf|fg||neetrshlekslc 281 

2161 GCTGGAAGGTCTCGCCGCACATCAAGATGGACCTGTTGCAGTGGATCCAAAGCAAAGCTC 2220 

282 WKVSPHIKMD.|LQWIQSKAQ 301 

2221 AGAGCGACGGCTCCACCCTGCAGCAGGGCTCCTTGGAGTTCTTC AGCTGCTTGTACGAGA 2280 

302 SDGSTLQQGSLEFFS£LYEI 321 



22 81 TC C AGGAGGAGGAGTT T ATC C AGC AGGC C C TGAGCC AC T T C C AGGTGATC GT GGTC AGC A 23 40 

322 QEEEFIQQALSHFQVIVVSN 341 

2341 ACATTGCCTCCAAGATGGAGCACATGGTCTCCTCGTTCTGTCTGAAGCGCTGC AGGAGCG 2 400 

342 IASKMEHMVS SFCLKRCRSA 361 



2401 CCCAGGTGCTGCACTTGTATGGCGCCACCTAC AGCGCGGACGGGGAAGACCGCGCGAGGT 246 0 
362 QVKH|YGATYSADGEDRARC 381 



W 2 461 GCTCCGCAGGAGCGCACACGCTGTTGGTGCAGCTACCAGAGAGGACCGTTCTGCTGGACG 252 0 

W 382 SAGAHTLLVQL PERTVLLDA 401 



2521 CCT ACAGTGAACATCTGGCAGCGGCCCTGTGCACCAATCC AAACCTGATAGAGCTGTCTC 2 580 

402 YSEHfAAAgCTNPNLIEfsg 421 

2581 TGTACCGAAATGCCCTGGGCAGCCGGGGGGTGAAGCTGCTCTGTCAAGGACTC AGACACC 2640 

422 YRNALGSRGVKLLCQGgRHP 441 

2641 CCAACTGCAAACTTCAGAACCTGAGGTAAAATTTATCATATATAAC ATGATATTTTGAAA 2 700 

442 N£KifQN§R* 449 

27 01 TAAATATATTGGCC AGGTATGATGGCTCACGCCTGTAATTCCAGCACTTTGGGAGGCCCA 2 760 

2761 GATGGGGAGGATC ACTTGACCC AGGAGTTCAAGACCAGCCTGGCC AACATGGTGAAACCC 2 820 

2821 CATCTCTACTAAAAATACCAAAATGAGCCAGGC ATGGTGGCACACGTCTGTAAGCCCAGC 2880 

2881 TACTCAGGAGGCCAAGGC AGGAGGATTGCTTCAACCCAGGAGGCAGAGGTTGTGGCTGAA 2 940 

2941 GAGGTGCCGCATCTCCAGCTCAGCCTGCGAGGACCTCTCTGC AGCTCTCATAGCCAATAA 3 000 

3 001 GAATTTGACAAGGATGGATCTCAGTGGCAACGGCGTTGGATTCCC AGGCATGATGCTGCT 3 060 

3 061 TTGCGAGGGCCTGCGGCATCCCCAATGCAGGCTGCAGATGATTCAGTTGAGGAAGTGTCA 3120 
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3121 GCTGGAGTCCGGGGCTTGTCAGGAGATGGCTTCTGTGCTTGGCACCAACCCACATCTGGT 3180 

3181 TG AGTT GG ACCTG AC AGGAAATGC AC TGGAGGATTTGGGCCTGAGGTT AC TAT GC C AGGG 3240 

3241 ACTGAGGCACCCAGTCTGCAGACTACGGACTTTGTGGCTGAAGATCTGCCGCCTC ACTGC 3300 

3301 TGCTGCCTGTGACGAGCTGGCCTCAACTCTCAGTGTGAACCAGAGCCTGAGAGAGCTGGA 3360 

3361 CCTGAGCCTGAATGAGCTGGGGGACCTCGGGGTGCTGCTGCTGTGTGAGGGCCTCAGGCA 3420 

3421 TCCCACGTGC AAGCTCC AGACCCTGCGGTGAGTCCCGTTTTGCTCACCACGCTAGGAGTC 3480 

3481 CCAATCCATGAACGC AGCCCTCTC ACCTGGGACCACGGAGGCCAGGTTGTCTCTGCTCCT 3 540 

3541 AAACTCTAGCTACTACATCAGCCCTTTTTTTTTTTTTTTTGAGACTCCCAAGTAGCTGAG 3600 

3601 ATTAC AGGCGC C C GC CACC AAGCC C AGC TAATT TT TTGT AT T T TT AGT AGAGAC AGGGTT 3 66 0 

3661 TCATCATGTTAGCAGGATGGTCTCGATCTACTGACCTCATGATCTGCCTGCCTTGGCCTC 372 0 

3721 CCAAAGTGCTGGGATTACAGGCTTGAGCCACTGCACCCAGCCTACATCAGCCTTTTTAAA 3780 

3781 AGGATTTTTCTGGCCGGGCATGGTGGCTGACACCTTAATTCC AGCACTTTTGGGAGGCCG 3 840 

3 841 AGGTGGGAGGATCACCTGAGGTGGGGAATTCGAGACCAGCCTGACCAACATGTAGAAACA 3900 

39 01 CCCCATCTGTACTAAAAATACAAAAGTAGCCAGGCATGGTGGTGCATGCCTATAATGCCA 3960 

3961 GCTACT CGCGAGGCTGAGGCAGGAGAATCCGTTGAACCCGGGAGGTGGAAGTTGCTGTGA 402 0 

4021 GCTGAGATGGAGCCATTGC ACTCCAGTCTGGGC AACAAGAGCGAAACTCCGTCTCAAAAA 4080 

4081 AAAAAAAGGGGGGGGTTTTCTGACGCACGGCCCTTTGCACAAGCAATTCTTATTCCCTGG 4140 

4141 C ATGCCTTCTGCTCTCTGTCCCCTCTTTGCCTGGAGAAGTTCAATTTTTCTTCTGAACAC 4200 

4201 TCTTTACTTTGTATTTTGAGACAGGGTCTTGCTCTGTCACCAGTGCTGGAGTGGAGTGGT 4260 

4261 GTGATCATAGCCCGACATCCTGGGCTGAAGCCATCCTCCCAACTCAGCCTCCTGAGTAGC 432 0 
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4321 TGGGACTGCAAGCGCATGCCACCACAGATGGCTAATTTTTACTTTTTTTTTGAGATTTTG 4380 

43 81 CCACTGCACTCCAGCCTGGATGACAGAGCGAGATTCCATCTCAAAAAAAAAAAAGAAAAA 444 0 

4441 TTTGTAATTTGTGTATATGTGTGTGTGGTGGC ATTCCACAAGC ATAGGAGCT ATGCC AAC 450 0 

45 01 TGTATCTCCTAGTGACTAGTATAAGACGTGGGTAGAAGTGCTCAAAAAAC ACACTTTGTG 4560 

4561 TATTTTTTTTATCAAGGCACCAGCAAAAAACAAAAAACAAAAAATCACACACGCGGCTGG 4620 

4621 GCGCGGTGGCTCATGCCTGTAAACCC AGCACTTTGGGAGGCTGAGGCGGGTGGATCACGA 468 0 

4681 GGTC AAGAGAT GG AGAC C ATC C TGGC C AAC TGGTGAAAC C C CGTCT C TAC T AAAAAT AC A 474 0 



Jp 4 7 4 1 AAAATTAGCTGGGCGTGGTGGTGTGCACCTGTAGTCACAGCTACTCAGGAGGCTGAGGCA 48 00 

ft! 

4801 GAAGAATCACTTGAACCCAGGAGGCGGAGGTTGCAGTGAGCCGAGATCGCGCCACTGCAC 4860 

JJJ 4861 TCC AGC C TGGGCGAC AGAGTGGGAC T C C ATCTC AAAAAAAAAAAAAAAAAAAAAAAAAAA 492 0 

4921 AAAAAAAAAAA 4931 
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Protein 


Genbank 
ID 


Percent Identity 


Percent 
Similarity 


human caspase recruitment 
protein 7 


gil 10 198209 


35% 


48% 


human NOD caspase recruitment 
protein 4 


gi!5174617 


25% 


38% 


human cryopyrin protein 


giil7027237 


51.7% 


64.0% 



